i U colm. o/ @\ﬁz/aj

ANANNANTIINANAUAT

o
auUUAUIIIVNIT dU <wooo
O\?Qﬁqmau b&or

Fee  veaundevsnusialsamudydswunlsasenineUseme (ICD - 10) 99nA1sRnUnd
vosleniiigItasiunisguyumsinih

Seu ‘Ll']ElﬂENﬁﬂ?iﬂ%ﬂ’]iﬁ’lﬂﬁ\iﬂ’?ﬂﬁﬂﬂﬂﬂi WAZUNEANANUATUATENAUAS

—

€

i nilsdedminanauns 7 au ooba.o/owos ATTUR e NUATLS beoa

Adanmne  duumilsdensudaasunisunaseiaddiu 7 un ocbe.¢/1 bees
asiun ¢ fiquisu beow WU e Yn

i inanaunsliudeneasiBeanisusilysialsamada@suunlsaseminessme
(ICD - 10) dwiudsngarunisidissislsantuunannesuszuuiiiseTelsafdsia (Digital Disease
Surveillance : DDS) 1 sAnsunasesdiudiosiu tioudeaniuneruialudefannusansau
AuazLBAuauE

Jwmdaanaunsldfuudsannsuduaiunisunaseatiesiuin nsensisansisage
voAwswioudsanuneuaynuvisludeta Wsenustalsnanangiinunfiveseniiiiendesiu
n1sguyna i SadulsadiseYammmloveiiddgluszuudisy Talsaidva (Digtal Disease
Surveillance : DDS) lagmualildsasnesulse : €om Laysia ICD-00: Joc.o Liieldg1eds
lumsneanulsn sl anunsedevanudeyaiuAnlad nsumuailsn nesszunive Wnsdminetay
o b&wo asas T9rANUTIMIDlTBIANITUIMISAIuTImTnanauns uasinAuIauATANaUAS
wdsdanungrutannuisludsiansiu wasdnilumsludunifordesdiely seazidoatsing
AT

Sussunieinsandiumsiely

VBUAAIANUTUDD
S
o

(Wwdsimi S5iing)
03 iTvnsimda UfiRnensun
Harsnumsdminanauas

dgninnuduaSunmsunasesiosdudinia
NRUNUUINNTAS TR ULALUSZENUNUTDIDUS LND
3. o oo belo, o done Ealbl

“offana Inana viuwaanauas”



W’:Ma—“‘u“" ¥
~ :

IR R U g R ﬁ‘]’:’i WA % b@%‘ :
: ) AN ‘:ma‘:m
Q nq‘quji‘]uﬂ O () .h’\"ﬁ&ﬁ ,‘m‘i‘i 5 Nﬂ 2568
L'.ll)x"! o ciome el s ﬁﬁ'{i.:ﬁ]}&,
o ity ... 2L T
nsuaagasmmmﬂﬂﬁaw giau s T
i n e e 5 8 2568
DUUUATIVHIN Lunnel )6 111 T N
{ i‘]zgmsm BEoa Qﬂ’] ...........

Gee vemnusafieyenusialsamudTduunlsaseminsUsamea (CD - 10) 1nnmsRnunivaan

<

iedastunsguynd i | n 2
HORGE . QLHERINVERY 41\

518730 o 9By

=4 3

k73 @/ 8/ &/ 2/ D’ £
WU QITIUNITNININ NNARWIR {Lﬁ"}“ﬂ‘ju

............................................

o &7 3 @ L% o o} a2 Ai’
51960 wmﬁansuaaLaﬁumwnmamamu 71 4N oRkwe.&/7 dxo NIV me mmm [Glct >t

a oA ° & 4 o
ﬁ\TVlﬁ\TN']ﬁ’hﬂ a’]ku’\“ugﬁ@ﬂﬁg“ﬂ‘s'}\?ﬂ%qﬂl‘ﬂﬂ 1 4N obee.o/mblo
o 8 a
IUN be WHUNIAYU beowm PUIU & Sﬁﬂ

fun nmamsumsﬂﬂﬂ‘smﬂamummwmmmsmmm'swayw eANsUTUUgaIa
lsasudgydduunlsasewinelsewmea (CD - 10) ﬁﬂwsvaﬁﬁa:s'mfmLﬂﬁﬁu’;alﬁﬂmwmamm FUTBUY
#hazidlsnfava (Digital Disease Surveillance : DDS) IfosAnsunasesdruriosiiu i iloudsanumenua
Tudsiamauimsiu amruaziBeaudauds

Tums# nssnsmnalnendedl mvmfmmmmawamwm'amsamwmuwmma
nowvsludeialisesnusialsaannme Nﬂﬂﬁm}@\‘iﬂaﬂﬂLﬂfj:l"l}‘éNﬂUﬂ’ﬁaLUV T Safulsedhseds
aulguefiddalussuudassidseaia (Digital Disease Surveillance : DDS) Tnefwvun T Wld swa
118970150 : 503 Uagsia ICD-10: J68.0 ifieldd1dslunssesulsn nsuduaiunisunasasiady
%’wamfméwﬁaé’w%’ms’iemﬁﬂiﬂﬂmaaémﬁaa?{u 'i'z?z'u{f\:amuwmma‘?ummw NULRIISIU
wassiunisludiudiioadesiely sail mmmaaummmammm ety nsnmumisﬂ
NB95EUININGT INTAWINIELIAY o bEro meae LLavmmiﬁamawawwmﬂlmmwlw
https://shorturl.asia/HvRsz 38 QR Code ‘anmmaaa‘uuu

a2 e o .
FassunuAslusaRas UL

YaudnIANTUDe

hngfSius d3namd)

u}aamg.n i, % UAST HTUNY
pEUANSUARASUNSUNAT YD B Y

nesEsTNgULAL AN IndouTiBNiY
nasamdasnulse
sl o bloes woco e deob
lWswdlddiannioting saraban@dla.go.th
AUTEaIIY UNEIEdngT anased
WsEngInAl Hrewa 3. ox oobe b



A d

nvoaunad,

§
) SIS

& 01%) ?]' % enmny Al FannE R TII

:‘V wﬁ—U l‘t"l'o"g"‘l".l'l! m""‘ A

/B 2 & [{; b s owma 96R
. RPN A 2 TATL SR | CTY £ Thin L0 30
P. 'atil
i 5144 o
1&%?& VLT U emssvesnsi¥os

Audian

i a5 oc{ucs.b/gméél’

{43 1A 1..(..,1.‘.:‘.:\‘ seasiess
NFENTHEBVINGY

auuEMu Ywmiauungs eecce
lae Bty bews

Bos gearmuemeensdalsanuniyiiswunisnssninasena (1C0-10) :nnmasiisundveaan
Aieadeatunsguyndliith g
ﬁfaﬁmmm WiaELAY A,

Gou Udnnsensrumialng
o3 & s P w s ’ g b 3 4 §
onile wliansens1assgy 1l 86 ocod.o/ ondo ariuil ba Sunan wewe uit - 2 WA, 2868

suviladenidhails nsensrsnsisigalddeuasdeanisuiussesdalieinys” L 97
Fuunlinseniszna (1C0-10) dwmiudereamnisidhisTalsaduunanvlodssyubiflassdal
#3via (Digital Disease Surveiltance: DDS) mﬂ'l‘vlmmmmummayﬁmﬁswam‘isﬂwmu Woudindu
nsmsss iy gilinines W, bede wagnmmsssdygiauaulsavinnisusznoverin
uaglsnnndauandon v.6. bewb naslsadsyimmndovieid iy weldiduwmanaugudnans
‘uaumnumsﬂ'suaaﬂiﬂ (Disease Control Data Hub) uaxmwauun mm«u}wuam*swmwu 89
f1a 4 Tumsidhsedy Uosfu uaveugulsn arwasnBenudaudy Wy

> @A

N3EN3Es I Awandmsnilevinundsanumeuiannuvsludeda Tseanu
silsannnnsiodndvewesiisdastunsguyndliih dadulsadhssmnlovreilddy
Tusguuillhszdalsndda (Digital Disease Surveillance: DDS) TmUfi"mm'b’s‘l‘z'fiﬁ’a‘mﬁuim 503
wasIA 1CD-10: 168.0 il olddaddlunassns nﬂsﬂ wagawseAnuIssasBaainduieiilsn
fana1an OR Code usingviremisdat Heil saumneliunananiafou AuDY AN
ndinnsansisagy s, o ledao mde nsditndouil o aesie vy Wulszauny

Fadouud alusaftiersanlinnusanienazusununsii eadesdniiunig
wdsannmeualudainsiolusy veibiunsequ

YOUENIIINIUDS

090y

, Qs worndud)
maumm"wmm 1615 e

asumunilsn ﬁmmnqm stafimnsatens ol

NBISEUINTINED
W5, 0 b@wo ndee
Tnses o bdwo i

; .‘.12

wdmamiw wnysnsitiseda



sefauuy
o. [WINsuLHVENMILTD
. t9INTULWNENIITUN
on. LINTUULHVENUITEINIA
& w@rdnsanImaing ,
&. wswmdasrsnguimianimia
B, WILNANIANLIINETUALBNYY
o, Udanszvsnanailuy
<. UAANTENTNmsnas
«. Udansznsrsumalng
@o. UAANTENTIYRTTT
ae. UdANsznsngaudnu ngimans Jdsuazuiansm
alo. Udndminueniguund
oo, KENINTITNYINIAATIV
o@. (WM IENINNITUANG NTUNHLMIUAT
ad. §8MUILNITENNOUNTY NTUNWUMIUAS

€

P



4 g
i a5 oco.c/1 ol &9 NSYNTIENFITUGY

auUAULY JwTALUNY3 eeooo

IMM) fuAL oo

Fas vodenvasBonmsuiulesidlsanaiiyBduunisasewhaysuine (1CD-10) dmivdissan
madseddsprnuunwannaiuszuuiihsey TlsaAivia (Digital Disease Surveillance: DDS)

-

bIgU

c-l d‘l 1 )3 % ﬂ'" ' g =3 2
AVIFINIMY ﬂ'ﬁ’l\ﬁﬂﬁiiﬂ, Wonolsa wag ICD-10 s LENsERINIeTEUIRINED MUY @ YA

AINANTENTIAIBITUAY wivreulundnnisuSunuamienissigaulsniingo
fidoatinseYmasssunainen mamsesadygRlsainne wa. baes Inslianiungiuiannoums
fJn‘mmn'ﬁswmucma‘lsﬂmmmamaahﬁﬁnamss mm"‘mmei'mLLwam'Na%mwu@hszﬁ’a’l‘swnaﬁﬁa
(Digital Disease Surveillance: DDS) W Application Programming Interface (AP) i1l & HATIAL odom i

NIBNT NIV wEamsruTzuughiseR 39 (Digtal Disease Survellance: DDS)
‘L‘U‘U WA, bdon wmwmamuwmummammuawa'twﬂwqu aME’ﬂiﬂ(ﬂ'ﬁJUm‘dﬁ]’lLLUﬂI‘iﬁi‘"‘lﬂ’J iN]
Usewma (nterational Classification of Diseases and Relate Health Problem 10th Revision (ICD-10))
LW@??U"E’)&J‘UE)LI’]ﬂTii']El\!']'uiiﬂﬂLﬂU’)‘UENLWS!Lﬂ?J ‘VN?("JU'VILU\JI?FWW]ENLB‘J”liu'N%'NSu‘U’]ﬂ’J‘VIU’\

AW 3wumsgmiiﬂmama wel. bees wirsygimunulinnnmsuszneuaniwuazlsnan
S anndon w.a. bevl waslsadissdmuulouneiddy Tnssjulu TisyuuseTdsadidvia (Digital

Disease Surveillance: DDS) LUuuwamwmuﬂ‘uana'\wauam'lumsmmuiiﬁ (Disease Control Data Hub)
ﬂ:mamsu:uoﬁumauaﬁvmnmmammm 9 \Welduse Iﬂwumn‘uaualunmﬁﬁvw Uasfuuasmunilsn
ﬂamumﬂwaﬁwauLaawaawa ICD-10 ﬂUiUU’i\‘lLLﬁuLWQJLﬂﬂﬁM U SlUSF IO UNE VBN NN Y
el dumsneslse v N aaummaumwumu‘tmw WYY mmauuu A wainauaia
F1UEY U nqm’rumsaumnma-sxmmmn NBITEUINING nsumugm‘f,sﬂ 5. o b&eo mzee
swandoanuiefidandie

FaFsunaielusansau u.azﬂm‘im’mawmﬂétﬁmﬂﬁmﬂ"%ﬁumin%’qamuwmma

Tudsfaymniusslufiie aulunssau
YOUANIAWUDD

0196Vl

(wenerss weniiuf)
9 593UaANSTENINEATITUHY
WamangansAanuiRuINT 851 SUEY
nsuAvAulsn
NBITZUINING
3. o béxo nEee
5813 o bdwo mead



" s1efeuuy

@. WInsuuwnInmsSe

lo. WINTUUNVENITUN

o, WINSURANINIMTENA

& 1@au13n1san1N1vIs ng

& suwndasisuguimiaynimin

. wwnaurulsIwguaenvu

o. Yaanssnsnnaly

&. Uannsensanisagds

<. Uannsznsnumalng

@0. UaanseNInNgfsssy

oo, Udnnsznegaudin Ineimans Jduuasuinnssy

alo. Udndntinuenszuuns
UM IIINEIUIANTA
TENId@tinn1sLHng
Inurgnisdinaudasiumunulsawaiiias
oo. fonnsmsdninuldsstumuulsai o-ol
aw. {EIBNTAINOWNTE NTUMHUIUART
oc. D5URANINLNNOLNULINY
ox. BFUANTUNTUIE
wo. BEUANIUANESNATUAYUUSMTEUAN
be. BEUANTNOUILY

em.
.
ol

& e 2N 2T e



.
2

o 1% & e/
WY m15nsialse, Wenslse uaz ICD-10 s1eamuihssdimeszuining

https://ddsdoe.ddc.moph.go.th/ddss/dVicd-amo



o/ g I E-73 =
s¥alsn, Wenalsa, uag ICD-10 sre91udhsesanasszuIninel (518974 506)
mManszs1YUelAlsafinsia w.a. 2558

° Isadnsadunsie 13 Isa

W& 506 98 ICD-10 Jolsn uaz svaderelsn Folsanwilne
Avualisewiui - | A20.0-A20.3, Plague 9 uunuszinvlagldsva nulsa
fiwuiflaudiifiosasde | A20.7-A20.9 Organism sl
Tnoudadesduluss 1. nlsasteaniindes (Bubonic
AMZNTINNTTISARARD plague)
seaudanin lawlifRas 2. mulsnudnlaiaduiy
semAladegavngan (Septicemic plague)
wwvduaylifoisens 3. mulsauUan (Pneumonic plague)
a93%a ICD-10 4. mulsnaavies (Pharyngeal plague)

BO3 Smallpox sy
A98.0 Crimean - Congo hemorrhagic fever ldenoenlasidiounsdln
A92.3 West Nile Fever Iadlud
A95.0, A95.1, Yellow fever 19wdag
A95.9
A96.2 Lassa fever 1saltanasn
* Nipah virus disease TsrRmdelasativn
A98.3 Marburg virus disease Tsmimdelhsaunduasn
A98.4 Ebola virus disease Tsndndelrasluan
* Hendra virus disease TsainolSamuns
uoa.9 Severe Acute Respiratory Syndrome | lsamafumeladeundu
(SARS) JULSY
nsolinanid
B97.2 Middle East Respiratory Syndrome lsannaiiumelany Tusannans
(MERS) MeolsAese
Extensively drug-resistant ’5miiﬂ(?'ivam1ﬁmﬂ°umu°nﬁﬂ
Tuberculosis: XDR-TB FULTININ

WBLne - * Nipah virus disease, Hendra virus disease wag Extensively drug-resistant tuberculosis (XDR-TB) §¢laifiswa
Tspanng

» liilsimanzdmiulsn Middle east respiratory syndrome (MERS) lvaaflusia B97.2 (Coronavirus
as the cause of disease classified to other chapters) Saifus 158y 9 finsrany Wy Usasniau U12.8 Other viral
Pneumonia), Acue pharysitis (J02.8 Acute pharyngitis due to other specified organisms)
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598 598 ICD-10 Folsn uaz smdaralsn Felsanwilng VUGG
506
01 A00 Cholera afanlsa “USuunlusiva,
A00.0, AD0.1, A00.9 $1uunsI¥a Organism type fai} 318aZL9IANTT
1 Vibrio cholerae El Tor Inaba UNTAA
2 Vibrio cholerae El Tor Ogawa Organism type
3 Vibrio cholerae El Tor Hikojima waviiy
4 Vibrio cholerae 0139 Complication
5 Vibrio cholerae other or unspecified type
nsdifAndoluuansomns Whssausely
gy
Complication type il
1 Asymptomatic infection
02 A04, A04.0-A04.9, Acute diarrhea Tsgaansesiadoundu | -fusia ICD-10
A0S, MUNIAA Organism type ot waziia
A08.0-A08.5, 1 Escherichia coli (E.coli) 8azDEANTS
A09, 2 Norovirus FILUNTHE
A09.0, A09.9 3 Rotavirus Organism type
4 Campylobacter spp.
5 Yersinia enterocolitica
6 Others
9 Unknown
03 | A02 Food poisoning awnsilufiv fisa ICD-10
A02.0, A02.1, A02.2, ILUNTAE Organism type il waviy
A02.8, A02.9, AD5 1 Vibrio parahaemolyticus SUALLDYANS
A05.0, A05.2-A05.4, 2 Salmonella enterica serovar FILUNTAE
A05.8-A05.9, A32.9 Enteritidis Organism type
3 Salmonella enterica serovar
Typhimurium
4 Other Salmonella spp.
5 Unspecified Salmonella spp.
6 Staphylococcus spp.
7 Listeria monocytogenes
8 Clostridium perfringens
9 Bacillus cereus
10 Cyclospora spp.
11 Others
12 Unknown
05 A03 Shigellosis dysentery, Bacillary Tsndnannidedinaan “Rusasiden
A03.0 - A03.3 dysentery NI MUNTAE
A03.8 - A03.9 $uunsIva Organism type faii Organism type

1 Shigella dysenteriae (ICD-10: A03.0)
2 Shigella fexneri (ICD-10: A03.1)




§ &
Jolsn uaz susYenalsn

Falsamuilve

e 598 ICD-10 VNBWS)
506
3 Shigella boydii (ICD-10: A03.2)
4 Shigella sonnei (ICD-10: A03.3)
5 Other Shigellosis (ICD-10: A03.8)
6 Shigellosis, unspecified
(ICD-10: A03.9)
06 A06, A06.0-A06.9 Amoebic dysentery, Amoebiasis Tsadnildvdelsadaan | -Usuielsa
$uunsia Organism type ¢t oozl mwlneuay
1 Acute amoebic dysentery finseauden
(ICD-10: A06.0) NMITWUNTIE
2 Chronic intestinal amoebiasis Organism type
(ICD-10: A06.1)
3 Amoebic nondysenteric colitis
(ICD-10: A06.2)
4 Amoeboma of intestine
(ICD-10: A06.3)
5 Amoebic liver abscess
(ICD-10: A06.4)
6 Amoebic lung abscess
(ICD-10: A06.5)
7 Amoebic brain abscess
(ICD-10: A06.6)
8 Cutaneous amoebiasis
(ICD-10: A06.7)
9 Amoebic infection of other sites
(ICD-10: A06.8)
10 Amoebiasis, unspecified
(ICD-10: A06.9)
07 AO1 Enteric fever ldlouwmesna naugIn
UNTITE Organism type i FI89UAY
1 Widal test: positive nyu.lsafnne
9 Unknown W.A.2558
08 A01.0 Typhoid fever lalnnesnnie USudelsa
ldsnanaiies Mwlng
09 A01.1-A01.4 Paratyphoid fever T lnvesanield U¥udelsa
$uuNI Organism type fai) SINEALTAL mwlneuay
1 Paratyphoid fever A (ICD-10: A01.1) Wiuseasiden
2 Paratyphoid fever B (ICD-10: A01.2) NFUNTE
3 Paratyphoid fever C (ICD-10: A01.3) Organism type
4 Paratyphoid fever, unspecified
(ICD-10: A01.4)
10 B17.8-B17.9, B19.0, | Unspecified viral hepatitis TsAb¥adusniaulsiszy | -Usudelsa

B19.9

$in
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S¥e ICD-10

P o H
Folsa waz sEenalsa

=
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11

B15, B15.0, B15.9

Acute hepatitis A Virus

TsalSasudniau
BYUNSY FUA 1D

-Usudelsa

12

B16.0-B16.2, B16.9

Acute hepatitis B Virus
NIANRIATIALYTIRE 098.4 Taene

IsalSasusniau
Beuwau vl U

-Usuielsa

13

B17.1

Acute hepatitis C Virus
NIUNYIAIATIALYTE 098.4 SR8

Isalasudniau
WReunaY ¥l G

USuTolsa

14

A36.86
A54.31
A74.0
B00.53
B02.31
B30.0-B30.3,
B30.8-B30.9
B60.12
B60.13
H10.0

H13.1

Conjunctivitis

- ICD-10 conjunctivitis

A36.86 Diphtheritic conjunctivitis
A54.31 Gonococcal conjunctivitis
A74.0 Chlamydial conjunctivitis
B00.53 Herpesviral conjunctivitis
B02.31 Zoster conjunctivitis

B30.0 Keratoconjunctivitis due to
adenovirus

B30.1 Conjunctivitis due to adenovirus
B30.2 Viral pharyngoconjunctivitis
B30.3 Acute epidemic haemorrhagic
conjunctivitis (enteroviral)

B30.8 Other viral conjunctivitis

B30.9 Viral conjunctivitis, unspecified
B60.12 Conjunctivitis due to
Acanthamoeba

B60.13 Keratoconjunctivitis due to
Acanthamoeba

H10.0 Mucopurulent conjunctivitis
H13.1 Conjunctivitis in infectious and

parasitic diseases classified elsewhere

15ANLAY

15

J10-J11

Influenza, (Flu)

MUNTVE Organism type et

1 Influenza A unknown subtype
2 Influenza B

3 Influenza A (H1)

4 Influenza A (H3)

7 Other specify

9 Unknown

lanialuegy

16

B06, B06.9

Rubella

e : Wisenuiungudeys
1A5an15MInn (ME)
(https://apps-doe.moph.go.th/measles/)

|9ty

lomwasiiunluiilsa

UNINYoU

Iisaudeya
lusyuu ME
mugluiunis
e91ulu R506
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B06.0, B06.8

Rubella with complication
szy3wa Complication fsil
1 Encephalitis (ICD10: B06.0)
2 Meningitis (ICD10: B06.0)
3 Meningoencephalitis (ICD10: B06.0)
4 Arthritis (ICD10: B06.8)
5 Pneumonia (ICD10: B06.8)
S¥Y3¥a Organism type il
1 IgM positive
2 1M negative
3 Inconclusive
9 Unknown
gy : iseauruigiudeya
1A59M3iAnsn (ME)
(https://apps-doe.moph.go.th/measles/)

l9nasunilsawnsn

Yau

17

B01.0-B01.2,
B01.8-B01.9

Varicella, Chickenpox
FUNIE Organism type giail
1 Varicella Zoster Virus

2 1gM/1gG positive

3 1gM/1gG negative

9 Unknown

lsmgnlavse
Tsndgndla

“fiU18aLLDYA
NI IUNTHE
Organism type

18

R50.8,
R50.9

Fever of unknown origin: FUO,

Fever without localizing signs: FWLS

Telsinsuanme

19

A39.0,
A39.2-A39.5,
A39.8-A39.9

Meningococcal meningitis

UNFIE Organism type il

1. N. meningitides group A

2. N. meningitides group B/ E. coli K 1
3. N. meningitides group C

4. N. meningitides group Y/ W 135

5. N. meningitides group X

6. N. meningitides unknown serogroup

9. Unknown

lnvndaau

“USuunly
TUaLLBYANTS
ULUNTHS
Organism type

20

A80.0-A80.4,
A80.9

Poliomyelitis

uuNTE Organism type et
1 Wild type 1

2 Wild type 2

3 Wild type 3

4. VAPP

5 VDPV

9 Unknown

Isaluale
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21

B05.9

Measles

e - g doya
lAsan1sAansia (ME)
(https://apps-doe.moph.go.th/measles/)

i liilsaunsndou

22

B05.0-B05.4,
B05.8

Measles with complication
s¥YI¥id Complication il

1 Encephalitis (ICD10: B05.0)

2 Meningitis (ICD10: B05.1)

3 Pneumonia (ICD10: B05.2)

4 Otitis media (ICD10: B05.3)

5 Diarrhea (ICD10: B05.4)

6 Other (ICD10: B05.8)

7 Unknown

8 Pneumonia + Diarrhea
(ICD10: B05.2 s2ufiu B05.4)

9 Pneumonia + Encephalitis
(ICD10: B0O5.2 $aufiu B05.0)

10 Pneumonia + Other
(ICD10: B05.2 $2uiU B05.8)
S¥YI¥a Organism type el

1 IgM positive

2 I1gM negative

3 Inconclusive

9 Unknown
vanewn : Bisenukiuniegudeys
1A595M99%R (ME)
(https://apps-doe.moph.go th/measles/)

anilsawnsndou

Wiseanudeya
lusguu ME
AugliunIs
s1e9uly D506

23

A36.0-A36.3,
A36.8-A36.9

Diphtheria

uuNFE Organism type il

1. Culture: Positive, Toxin: Positive

2. Culture: Positive, Toxin: Negative

3. Culture: Negative

4. No sample/Specimen collection
Fidummzmsdaimedendy Wenshinay
e Inelsisipsnemudg ssuune D506

sAnaRu

- Teemsaus
fUeasdely
REANIGRE SN,
D506
~fiuswaziden
ATIUUNTIE
Organism type

24

A37.0,
A37.9

Pertussis

FuUNFIE Organism type il
1. Bordetella pertussis

2. Negative

3. Inconclusive

9. Unknown

Tsalonsuy

25

A34,
A35

Tetanus

TsAu1angdn
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26 A91.1, Dengue hemorrhagic fever (DHF) 9\denaen U¥udolsn
A97.0, $uunsWa Organism type faif nwlny
A97.1 1. DENV 1 “fuseasiden
2. DENV 2 EDS
3. DENV 3
4. DENV 4
9. Unknown
nsdifivuennsudaneenty (Expanded
dengue syndrome: EDS) Tvis1e91umnalu
¢uUs Complication type M85 1
27 A91.0, Dengue shock syndrome (DSS) 4\dennanden Ufudelsa
A97.2 $1uuns¥a Organism type st nwlney
1. DENV 1 “useasiden
2. DENV 2 EDS
3. DENV 3
4. DENV 4
9. Unknown
nsdifinuermsudanesnly (Expanded
dengue syndrome: EDS) Tsngaunaly
iU Complication type Aag59a 1
28 A83.1-A83.5, Encephalitis Yz dnay Usudolsa waz
A83.8-A83.9, uuNFITE Organism type ot iuTeanden
A84.0-A84.1, 1. Viral encephalitis NFIMUNTIE
A84.8-A84.9, 2. Bacterial encephalitis Organism type
A85.0-A85.2, 3. Encephalitis, others
A85.8,A86, 4. Encephalitis, unspecified
B00.4, 9. Unknown
G04.8-G04.9,
G05.1
29 A83.0 Japanese B encephalitis, J.E. Iaupsonauianluila
30 | B500, Malaria ] dnani3e Usuidy
B50.8-B50.9, Fmunsd Organism type ¢iail MeasBeams
B51.0, 1. PF : Plasmodium falciparum SN
B51.8-B51.9, B52.0, \B50.0, B5 0'8'85_0'9) _ Organism type
2. PV : Plasmodium vivax
B52.8-B52.9,

B53.0, B53.1, B53.8,
B54

(B51.0,851.8-B51.9)

3. PM : Plasmodium malariae
(B52.0, B52.8-B52.9)

4. Mixed type

5. PO : Plasmodium ovale (B53.0)
6. PK : Plasmodium knowlesi

9. Unknown (B53.8, B54) )
uuUnsia Complication type fsil
1 Asymptomatic infection
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31 J12.0, Pneumonia lsavandniaunie -AnI¥E ICD-10
J12.2-)12.3, $auunso¥a Organism type fail lsavanuiy (A48.1) U
J12.8-J12.9, 1. Viral pneumonia (ICD-10: J12) eaulusia
J13, )14, 2. Pneumonia due to Streptococcus 1sm 95
J15 pneumoniae (ICD-10: J13) Legionnaires’
J16.0, 3. Pneumonia due to Hemophilus disease wazLiiy
116.8, influenzae (ICD-10: J14) S18aLDIAMNT
J17.017.1, 4. Bacterial pneumonia %finduq FuunsA
J18.0-J18.2, (ICD-10: J15) Organism type
J18.8-J18.9, 5. Pneumonia due to other infectious LAZIIYUANU
J85.1 organisms, not elsewhere classified EuLLiwa\ﬂiﬂlu
Uamé’maumnl,%aga%wﬁluq (ICD-10: J16) Fauds
9. lainsv, laiszy vide Tullddamsrande Complication
nalsnvansniay type
uenani mssenuigeiinne
Severe pneumonia 38 lu Tusid
Complication type il
1. n1e Severe pneumonia
2. laifin12g Severe pneumonia
9. Unknown
35 A30.0-A30.5, Leprosy TsAseu nduitnun
A30.8-A30.9, 1897l D506
B92
37 | A50.0-A50.7, Syphilis Tsn37aa USuifius e
A50.9, Congenital syphilis (ICD10: A50.0- Haausnuia ICD-10 (098.1)
A51.0-A51.5, 50.7,A50.9) wazlsu
A51.9, uunFa Complication type il FUAELDAMS
A52.0-A52.3, 1. Primary syphilis %@ ICD-10: A51.0— FUNTHE
A52.7-A52.9, A51.2 (Miasanssaldsia 098.1 sausne) Complication
A53.0, A53.9 2. Secondary syphilis %4 ICD-10: type
098.1 A51.3-A51.4 (nissansssldsvia 098.1

320918

3. Latent syphilis $9@ ICD-10: A51.5,
A51.9, A52.0-A52.3 wag A52.7-A52.9
(iananssldsia 098.1 $audne)

4. Latent Syphilis/ Uns. as early or late
5%d ICD-10: A53.0

5. Syphilis Unspecified 3% ICD-10:
A53.9

6. Syphilis complicating pregnancy
9 ICD-10: 098.1

RUNBLUG): nsiimsneaeavInusABae
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Falsa uay shaenalsa
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QU

TWaa Alasunissnwauninggu uaz

'
a

BusShwduusnannnia 30 Ju wagmsn
LifiermsfinunaidleTulsednaaus
auta Tasswa 220.2 wselunsal
AOINTUN bUSITE Lﬁmmﬂﬁq%ﬁuﬁ'ﬂﬂﬂ&
congenital syphilis usifiasnsidadesite
Tnquseasd Tiwdludu 2202
Tuieansia

38

A54.0-A54.6,
A54.8-A54.9,

Gonorrhea
(nsdmdlensassalisia 098.2 Ariusa
A54.0 -A54.6, A54.8 — A54.9)

N74.3 @mnsaldsauiu 098.2 Ie nsdl
K67.1 uaz M74.3 Tiselse1aazlailenis
dadeiisaula sihszSannsandonn
weduiusundn andululdde fnde
TuresUnuazae, oieagind, Maufuy
Jaanzuaznnsudn,
sudadeluinusnaasn

Tsanuedly

39

A56.0-A56.4,
A56.8,

Non Gonococcal Urethritis (NGU)

TsanuadluLia

40

A5T

Chancroid

IsAunasuaaU

41

A55

Lymphogranuloma venereum,

Granulomalnguinale

NUlsAYDIROLLAY
719U WA 04

42

A82

Rabies, Hydrophobia

MUNINA Organism type il

1 Sylvatic rabies (A82.0)

2 Urban rabies (A82.1)

3 Rabies, unspecified (A82.9)
uunFid Complication type el

1 ®1M3 Typical rabies LagNan1361399
maeaufuinissuwiziduun

2 9113 Atypical rabies #aN157153aN19
wesufuAnsdwwziduuan

3 91715 Typical rabies luiladsianeng
aTRnIBNanInsvaritinuay

4 ornshileidndnveue Typical rabies
usinan1saTRTuuInAIeIBnsnsIanis
vosfuRnssungislaiivia

Lsafiwguivn w3
15ANEI

Luseazidon
NTVIUNIHE
Organism type
UL
Complication
type
Simsifiusia
ICD-10 Ve
A1579 laun
ICD-10
W53-W55
720.3

724.2
Inglgsia
eulsasud
401
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43 A27.0, Leptospirosis, Wei’s disease TsaaUlnalulsda —Lﬁmwamﬁﬂm
A27.8, $uunsia Organism type il NISTUNTHE
A27.9 1. Leptospira interogans dﬁis‘q Organism type
Serovar, serogroup #3® strains #9519 LAy siia
WU) Complication
2. Leptospira borgpetersenii (Iﬁisq type
Serovar, serogroup #3o strains fins
wu)
3. Other pathogenic strains of
Leptospira ﬂﬁisq Serovar, serogroup
%38 strains finsaanu)
4. Non-pathogenic strains of
Leptospira dﬁiz‘q Serovar, serogroup
¥38 strains finsaamu)
5. Unspecified
FuunI¥ia Complication type il
1. Leptospirosis icterohemorrhagica
(A27.0)
2. Aseptic meningitis in leptospirosis
(A27.81)
3. Other forms of leptospirosis (A27.89)
LU Pulmonary Haemorrhagic
Syndrome
4. Leptospirosis, unspecified 1@
fheiiitormsadngldvialug wiodi
asranugliduiudete uiiagliforns
aq AT5.0-A75.3, Scrub typhus lsmansulnila AnTUaziden
AT75.9 MIIHUNIAA
Organism type
45 A22.0, Anthrax lsaueuunsndg “USuunly
A22.1-A22.2, duuns9id Complication type il IYazideang
A22.7-A22.9 1. Cutaneous anthrax (A22.0) UUNTIE
2. Pulmonary anthrax (A22.1) Complication
3. Gastrointestinal anthrax (A22.2) type
4. Anthrax sepsis (A22.7)
5. Other forms of anthrax (A22.8)
6. Anthrax, unspecified (A22.9)
46 B75 Trichinosis, Trichinellosis, Trichiniasis | lsAn3Aluda USielsn
Suunsia Complication type disti ilvie uaeia
1. githefienisinlaiudens TeaB Mg
2. Asymptomatic case WARANIASII UG

ay .

afinunulinauln

Y A1

Complication type
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52 | B26.0-B26.3, Mumps Tsamay Uy
B26.8-B26.9 UNI9E Organism type et I1UAZLDIAMS
1. Mumps virus UNIAE
2. 1gM/1gG positive Organism type
3. IgM/IgG Negative
9. Unknown
53 A33 Neonatal Tetanus Tsavanzdnluidn
WINLNA
54 A87.8-A87.9, Unspecified meningitis L‘E’iaﬁmamaqé’mauﬁﬁ‘lﬁ U§udelsn
G00, G00.9, NI Organism type it mﬁ?ammq mMwlneg
G02.0, G03.0, 1.Haemophilus meningitis (G00.0) —U%)UL‘VQ\JIQJ
G03.8, G03.9 2.Pneumococcal meningitis (G00.1) YALLBYANS
3.Steptococcal meningitis (G00.2) FuUNIRE
Organism type
55 B83.2, Eosinophilic meningitis L?jaﬁmuaaé“mau Ufuiiiy
G02.8 UNFI7E Organism type il ANNYG 31881D8ANTT
1. Angiostrongyliasis due to IUNTHE
Parastrongylus cantonensis Organism type
(ICD10: B83.2)
2. Meningitis in other specified
infectious and parasitic diseases
classified elsewhere (ICD10: G02.8)
65 | iiflony <15 Y uazdl | Acute Flaccid Paralysis (AFP) omssumanduile USuLfiusia
ICD10 Tu 40 s¥alsm sautnlanidaunau ICD-10
A05.1, A80, A80.0- N 37 $9alsa
A80.4, A80.9, B75, wneLAg: A80, AB0.0- A80.4, A80.9 s \u 40 s¥lsm
E80.2,G36.9, G37.3, | vwsululsaludle swalsm 20 USudelsn
G58, G58.8, G58.9, nmwlng
G61.0, G62.9, G70.0,
G72.3, G72.4, G80.0,
G81, G81.0, G82,
G82.0, G82.2, G82.3,
G82.5, G83, G83.0-
(G83.3, G83.9, G95,
G95.9, M60, M79.1,
MT79.2, R53
66 A90 Dengue fever (DF) 9paf U¥uelsa
A97.9 FWUN5E Organism type sail nMwlneg
1. DENV 1 (fuseaziden
2. DENV 2 EDS
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3. DENV 3
4. DENV 4
9. Unknown
nsdifiwuenmsutaneenly  (Expanded
dengue syndrome: EDS) Tisnaaunalu
fuUs Complication type Ae59a 1
68 B55.0, Leishmaniasis TsnAsudle - Tseesaus
B55.1, uunsia Complication type il BUheasde
B55.2, 1. Kala azar (Visceral leishmaniasis) - YSuwnle
B55.9 (ICD10: B55.0) TYALIBANTS
2. Cutaneous leishmaniasis LUNTIAE
(ICD10: B55.1) Complication
3. Mucocutaneous leishmaniasis type
(ICD10: B55.2)
4. Leishmaniasis, unspecified
(ICD10: B55.9)
9. Unknown
69 B17.0 Acute hepatitis D virus LsalSasusniay Ufudelsa
(ﬂsnimﬁ\‘ié'?aﬂisn"l‘ﬁiﬁa 098.4 5amae) | \Boundu ¥ila A
70 B17.2 Acute hepatitis E virus lsaldasusniay Ufudelsa
Wauwauy ¥ila 8
71 B08.4, Hand foot and mouth disease 1sadlowinuin U5V Organism
B08.5 IuNsia Organism type et type
1. Coxsackievirus A
2. Coxsackievirus B
3. Enterovirus 71
4. Echovirus
5. Enterovirus sp.
6. Unknown
72 | A20.1-A24.4 Melioidosis , Tsruidenslnda Uy
1 Rapid test : positive J18azdYANS
2 Culture: positive IUNIRe
3 PCR: positive Organism type
9 Unknown
74 A38 Scarlet fever ldfung
75 | B66.0 Liver fluke Tsangnslulsisu hndudan
FIRNTUANL WU

uunIid Complication type #i9il
1. WAR9DINS
2. lalwanse1ns

Lsniinwio W
2558 Laulig
AN
MUNTIHH

Complication

type
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76

B74.0-B74.2,
B74.8-B74.9,
H13.0

Lymphatic filariasis

uUNIE Organism type ol

1. Wuchereria bancrofti (ICD10: B74.0)
2. Brugia malayi (ICD10: B74.1)

3. Brugia timori (ICD10: B74.2)

4. Others (ICD10: B74.8)

9. Unknown (ICD10: B74.9, H13.0)

TsAWngne

79

A60.0-A60.1,
A60.9

Anogenital Herpes

v

lsasuvesaivazduiug
WaENN TN

80

A63.0

Condyloma acuminata %#3®

Venereal warts

Lsayne T awinAuaznIng
wiln

1danng A63.0

82

1aid 1ICD-10 Aduwne
Tl

ICD-10: A40.8 (Other
streptococcal sepsis,
not elsewhere
classified)

Streptococcus suis infection

JuN59iE Complication type et

1. msdndelunseualafinlaodilsifionnis
uwnsndeudu o

2. \Beviuaupsdniay e T4 sauiu
Unfsuzan aeuds videsauiuiionnsy
NUIN W33 IRDUARAIRE IR UNSY

3. pINIUNINdeuINMsAnTelunstua
Lﬁaﬂgjai’mzﬁuq o dodnieu (Septic
arthritis) Aufaladniay (infective
endocarditis) Uaanilau (Bacteremic
pneumonia) MUBUTBINTEANSNLAUAR
\To (Septic spondylodiscitis) MsAnLTe
nglugna (Endophthalmitis) w3e A1z
Fonanmishnidelulszuaden (Septic
shock)

sARnLTaEw SNl
ARAREYDH

~USuLiiy
8a88ANIS
FMUNT A

Complication

type

83

A23.0,
A23.1-A23.3,
A23.8-A23.9

Brucellosis

JuUNFIE Organism type ot

1. Brucella melitensis (A23.0)

2. Brucella abortus (A23.1)

3. Brucella suis (A23.2)

4. Brucella canis (A23.3)

5. Other brucellosis (A23.8)

6. Brucellosis, unspecified (A23.9)

lsaugiwalada

“Usuunly
18aLID8ANIS
UNTHE
Organism type

84

A92.0

Chikungunya fever 3
uuNIa Organism type Al
1. Asian

2. West African

3. ECSA

4. Chikungunya virus, Unspecified
9. Unknown

liUndegsany

Uiy
J1uazldgAnNg
IMUNTHE
Organism type




SV 398 ICD-10 dolsn uaz siadlarolsn FHelsanmelng VNG
506
85 | A05.1 Botulism Lsaluyadu
87 A92.5, Zika fever Tsafnidolasadng - iV
098.5, - et (Zika infection): A92.5 ICD-10
P35.4, - nijsmenssdandeladn (Zika - unla
P35.8, infection in Pregnancy): 098.5 IAZLDIANIT
U069 - Mandsuzian vsounndidady FWUNTIAA
congenital zika syndrome: P35.4, P35.8 Complication
- Tsndnidelasainliszsyseesidon: type
U069
Tuunuiinvesgthelusuds
Complication type il
1. ndaranssdtlaiuanseinis
2. \infisuzidn viSeunnditdads
Congenital Zika Syndrome
3. Guillain-Barre syndrome (GBS)
4. vijananssfinanseInis
5. fRndelsiuanennis
90 A85.0, Enterovirus Fever laoumelshia “Usuunla
A87.0, uunsia Complication type il FazIBYANS
B34.1 1. Enteroviral encephalitis (A85.0) FUNTHE
2. Enteroviral meningitis (A87.0) Complication
3. Enterovirus infection, unspecified type
site (B34.1)
91 J09 Avian Influenza Taniaun Sy
uUNTIE Organism type il F8azLBEANS
1. H5 FunIa
2. H7 Organism type
3. H9
8. Other specify
9. Unknown
92 U07.1-U07.3 Coronavirus disease 2019 (COVID-19) | Tsmfimidelasalalsuwn USuidia
U07.1 COVID-19, virus identified 2019 F18aLLBEANS
U07.2 COVID-19, virus not identified FUNTE
U07.3 Multisystem inflammatory
syndrome associated with COVID-19
93 P35.0 Congenital rubella syndrome lanigesduusniiia - Y¥uidin
wunsia Organism type il FUALLBEANT
1. Serology positive FMUNTIHE

2. Serology negative
3. PCR positive

Organism type
Ainenuteya




Ve 598 ICD-10 felsn uay smderiolsn Halsaalng VINBLYS)
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4. PCR negative sumSlUsINTY
5. Inconclusive 15AMIAnITA
9. Unknown A4
wnewn : s enudayaniumi (https://apps-
Tsunsulsmmdnnainan doe.moph.go.t
(https.//apps-doe.moph.go.th/measles/) h/measles/)
mugliunisseuly D506 mualuiunis
57891uUlu D506
94 BO4 Mpox TsARAIwIUS NS Teny
95 A48.1 Legionnaires' disease Alsunus WENIBNNIAIN
lsnvandniau
wazisuiinng
57897ulu DDS
U 2567
96 B97.4 RSV (Respiratory Syncytial Virus) Tsadnieladaondiosd
J121 1. Respiratory syncytial virus (B97.4)
J20.5 2. Acute bronchiolitis caused by
J21.0 respiratory syncytial virus (J21.0)

3. Pneumonia Caused by Respiratory
Syncytial Virus  (J12.1)

4. Acute bronchitis caused by
respiratory syncytial virus (J20.5)




M3149 ICD-10 91nd1inlsnanmsdsene v inuaz anasy

SWATIE9U 4 < % 3
T ICD-10 yolsa Falspnrwlneg 5 ICD-10 52u
201 Z581 Exposure to air pollution | Tsaflininmsdudauafivnns | Jad Other chronic obstructive
21N"f pulmonary disease
Ja5 Asthma
J442 Wheezing associated
respiratory illness (WARI)
121 Acute myocardial infarction
122 Subseguent myocardial
infarction
124 Other acute ischaemic heart
diseases
H10 Conjunctivitis
L309 Dermatitis, unspecified
L50 Urticaria
202 1628 Pneumoconiosis due to Iiﬂﬂuﬁuﬂaﬂmnc!us fifgam
other specified inorganic
dusts
203 J65 Pneumoconiosis Lsardududensauiuialse
associated with
tuberculosis
204 J61 Pneumoconiosis due to | Tsaududenanuslefiuwasidu
asbestos and other Tousdu
mineral fibres
205 1920 Pleural plaque with Wovuanmuduusiugauiuiing
presence of asbestos lofiu
206 1948 Other specified pleural mas?)'uﬁizqﬁaamﬁamau?ja
conditions viuvan
207 C450 | Mesothelioma of pleura ﬁiﬁljﬁa‘[am‘uauﬁaﬁuﬂaﬂ
208 T560 Lead and its compounds Tsrnnagiuazvansuseney Y96 Work-related condition %38
toxic effect Y97 Environmental-pollution-
related condition
209 X48.02 | Accidental poisoning by | n1siuiulaggUfimmainensin | T600 Organophosphate and
and exposure to Angiyuazdng amuﬁ'lﬁﬂmaﬁ carbamate insecticides toxic effect
pesticides at home while | U1u vueriuiiesele T601 Halogenated insecticides toxic
working for income. effect
210 X48.12 | Accidental poisoning by | n1siluiivlaeaUfivaainensin | T602 Other insecticides toxic effect

and exposure to
pesticides in a residential
facility, such as a
dormitory, worker's
quarters, or shelter, while

working for income.

fngitauazdnd anuiliiamei
donuitwnendosan 1wy viewn
199U @OTUANLATIEY VY
Waiesele

T603 Herbicides and fungicides toxic
effect

T604 Rodenticides toxic effect

T608 Other pesticides toxic effect
T609 Pesticide, unspecified




SHATIBY

o ICD-10 Holsn Holsnnrwlve $¥d ICD-10 32u

211 X48.22 | Accidental poisoning by | malufivlagaifmaaingisi
and exposure to fingiuuazdng anuiAnmad
pesticides at a school, T5a38u anuiieu waziud
other locations, and @157500% LU NeUsEYw
public areas such as a Tsmeu1a anzvhauiiesels
hall or hospital, while
working for income.

212 X48.32 | Accidental poisoning by | nMailufivlasguiRunaineisi
and exposure to Fnghuazdnd anuiiowmei
pesticides at a sports aufuasituiiiauin U
field or recreational area | vieuiiasneld
while working for income.

213 Xa8.42 | Accidental poisoning by | naidufivlasgiRiunaineisi
and exposure to finsiauazdnd anuilAnmai
pesticides on roads and DULLAZTNIVAN YauzviauLile
highways while working seld
for income.

214 X48.52 | Accidental poisoning by ﬂmﬂuﬁwimqﬁamqmﬂm@h
and exposure to finsiuuasdng anuiinmgi
pesticides in commercial | #ufin1sfuazmsusns wu
and service areas, such as | @uwiu sUIAT AAN VY
airports, banks, or Mauiiesele
markets, while working
for income.

215 X48.62 | Accidental poisoning by | mailufivlaegiRiunaineisi

and exposure to
pesticides in industrial
and construction areas,
such as mines or
shipyards, while working

for income.

fingivuardnd anuiinmei
Muilgramnssunasneatns iy
wiloagsiaiFe vaurvinuile
7eld




1519 ICD-10 !1nnaadialsn

SUASIEY

: ICD-10 #alsn Folsnnrwilne WU
Tsa :

301 A150 | Tuberculosis of lung\, confirmed by dlsnvan BudumenansnTany
sputum microscopy with or without Imawﬂé'aﬂqamiﬁﬁ pnadivisolifing
culture wneite

302 A151 Tuberculosis of lung\, confirmed by Joilsaven Sudusonanisngide
culture only Wiy

303 A152 Tuberculosis of lung\, confirmed Fulsauan auﬁuﬁaawaﬂﬂimi?%%ULﬁa
histologically

304 A153 | Tuberculosis of lung\, confirmed by Taulsaven dudulagliszyds
unspecified means

305 A16.0 Tuberculosis of lung, bacteriologically Julsaven NamsmmmL%mLazmi
and histologically negative mi’sf\]‘?’ilul,ﬁyalﬂuau

306 A16.1 | Tuberculosis of lung, bacteriological and | Failsaven laildnsravidouaylaily
histological examination not done asratuile

307 Al16.2 Tuberculosis of lung, without mention of | dailsavan lﬂszuﬂﬂiguguﬁiawaﬂﬂs
bacteriological or histological Gli?%ﬂ’ll,%aw%amimaﬁ]%mﬁa
confirmation

308 ALT0 Tuberculous meningitis (G01*) L?iaﬁmauadé’ﬂLaumm,%a'?aﬂiﬂ (GO1¥)

309 AlT71 Meningeal tuberculoma (GO7*) 'E'ﬁzuiﬁm?iaﬁmmm (GOT7*)

310 A16.3 | Tuberculosis of intrathoracic lymph Salsasteindedudosen laiszynis
nodes, without mention of §u€1’uéfwwamimaam’n,%w%amﬁmw
bacteriological or histological Fuiile
confirmation

311 A16.4 | Tuberculosis of larynx, trachea and Jdlsanasades vieau wazviaonay li
bronchus, without mention of isumiﬁuﬁué’asmamamawu%aﬁa
bacteriological or histological mim’m‘ﬁutﬁa
confirmation

312 A16.5 | Tuberculous pleurisy, without mention Lﬁaﬁuﬂa@@j“ﬂmumm%ai’misﬂ ladsey
of bacteriological or histological nMsfuduienanmsasanideviens
confirmation G]SN%UL?XEJ

313 A16.7 | Primary respiratory tuberculosis without | Jallsaszuumelaviinugugd lissynns
mention of bacteriological or histological %’us‘]’uﬁwwamsmmmLf??aw%amsmn
confirmation Fuilo

314 Al6.8 Other respiratory tuberculosis, without Folsaszuumelodiudy iﬂizqmi
mention of bacteriological or histological ﬁué’uéﬁUwamamm‘mL??a‘!ﬁamim’m
confirmation Fuiile

315 A16.9 | Respiratory tuberculosis unspecified, Talsassuumele ldszuseaziden la
without mention of bacteriological or ssynsBudusenanismandeve
histological confirmation m‘sma%%utﬁa

316 A178 Other tuberculosis of nervous system 5’miiﬂﬁﬁ?u§’umadiwuﬂiaam




SHasE9U

Julsn

Falsanrwlve

ICD-10 NG
Tsa :

317 A179 | Tuberculosis of nervous system, Tulsassuuussam lissuseaziBen
unspecified (G99.8%) (G99.9%)

318 A154 | Tuberculosis of intrathoracic lymph lsasouduioslutoson udume
nodes\, confirmed bacteriologically and | NaA1IATIWNTDUALATATIITULID
histologically

319 A155 Tuberculosis of larynx)\, trachea and Jadlsanaeades vioau uavvaonay
bronchus\, confirmed bacteriologically BuduMIINANINTIINLTOUATNNTNTID
and histologically Tullle

320 A156 | Tuberculous pleurisy\, confirmed Woruvendniaunnidetalsn Budu
bacteriologically and histologically PIBNANIINTINMLABLAYNITNTINTY

1o

321 A157 Primary respiratory tuberculosis\, Talsaszuumelaviinugugll Budusie
confirmed bacteriologically and NANIINTINNLIDUAZNITNTIATULLD
histologically

322 A158 | Other respiratory tuberculosis\, Jdlsnszuumeladudu Sudumena
confirmed bacteriologically and NIATIITBUBLNIINTIATULTLD
histologically

323 A159 Respiratory tuberculosis unspecified\, Talsaszuumela lissyseasiden
confirmed bacteriologically and BUSUMENANINTIINLTBUATNTNTIA
histologically Tulile

324 A18 Tuberculosis of other organs Jadlsaoiozdu

325 A180 Tuberculosis of bones and join Jadlsauenyen ﬂi::@ﬂLLazﬁffa

326 A1800 | TUBERCULOSIS OF JAWS AND/OR TM TUBERCULOSIS OF JAWS AND/OR T™M

327 A181 Tuberculosis of genitourinary Falsauanlen szuvduiuguassyuy

manulaaniy

328 A182 Tuberculous peripheral lymphad JoulsruanUen Aeudvdssdiulany

329 A183 | Tuberculosis of intestines, pe Jalsauenven S1l& Heydesvios

330 A184 Tuberculosis of skin and subcu Yaulsauenuen Aamtle

331 A185 | Tuberculosis of eye Jadlsauenyen mn

332 A186 Tuberculosis of ear Taillsauenuen ¥

333 A187 Tuberculosis of adrenal glands Jaulsnuanien aeuvisnnle

334 A188 | Tuberculosis of other specified Tadlsauenten ai’aasguﬂlﬁisq

335 A19 Miliary tuberculosis Tadsrudiaunsnszaedugadng

336 A190 | Acute miliary tuberculosis of a single Faulsawnsnszanedugaidne Weundu
specified site AUAUILAL?

337 A191 | Acute miliary tuberculosis of multiple Faulsawnsnszaeidugaidne Woundu

sites

WANYA LU
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Tn ICD-10 Holsn Folsaniwlne LY
338 A192 | Acute miliary tuberculosis, Unspecified | Jailsaiiaunsnszaradugaidng
Weunduiliszyseanden
339 A198 | Other miliary tuberculosis Fallsavfiaunsnszaneiugadng uwuy
du
340 A199 Miliary tuberculosis, unspecified Foulsaiaunsnszaredugadng ld
JTUTIALLBYN
341 J65 Pneumoconiosis associated with Isadududansauiuiulse
tuberculosis
342 M49.0 | Tuberculosis of spine Tlsavaensegndunas (A18.0+)
343 MO01.1 | Tuberculous arthritis YoonLauaIndnlsa (A18.0+)
344 M90.0 | Tuberculosis of bone "'ﬁﬂiﬂﬂ‘iz@ﬂ (A18.0+)
345 K67.3 | Tuberculous peritonitis L?‘Jlalﬁiadﬁmé'ﬂLaumﬂi’mIiﬂ (A18.3+)
346 K23.0 | Tuberculous oesophagitis NAOADIMNTBNLEUINIALTA (A18.8+)
347 K93.0 | Tuberculous disorders of intestines, mmﬁﬂﬂﬂﬁ%ﬂﬁﬂlﬁ@ja‘q‘&a\‘iﬁm LATH
peritoneum and mesenteric glands pudauvualdninlsa (A18.3+)
348 N33.0 | Tuberculous cystitis nsziwzlaanzonauainiulsa
(A18.1+)
349 N74.0 | Tuberculous infection of cervix uteri ’ffmiiﬂﬁﬂﬂﬂuﬁgn (A18.14)
350 N74.1 | Female tuberculous pelvic inflammatory | msdniavlugadensiuansainidedu
disease 15A (A18.1+)
351 U84.3 | Resistance to tuberculostatic drug(s) Jaulsmfiaen Rifampicin U84.3
(Confirmed RR-TB)
352 usa.7 Resistance to multiple antimicrobial Jadlspmeenanyuu U847
drugs (Confirmed MDR-TB)
a T W
M1319 ICD-10 ixANINNaslsfane 2 1)
SWATIEU 4
T ICD-10 Halsn Yalsanwive HRET
401 W53 - | W53 : Rodent bite, W54 : Dog bite, W55 : | Uiaiduainnisgnaiiy uun é’mi?ﬁym@ﬂ
W55 Mammal bite PRI
402 7203 | Contact with and exposure to suspected | Hufadniadalsnfivgiivdi
rabies (virus)
403 724.2 | Rabies vaccine nsldindutosiulsafvaudn




M13149 ICD-10 910157 Heat Stroke (J3Aaiaa)

SURTI89U d e
ICD-10 Falsn NUBWIG
Tsn
501 T67.0XXA: Heatstroke and sunstroke, initial encounter
T67.1 Heat syncope
T67.2 Heat cramp
T67.3 Heat exhaustion, anhidrotic
T67.4 Heat exhaustion due to salt depletion
T67.5 Heat exhaustion, unspecified
T67.6 Heat fatigue, transient
T67.7 Heat edema
T67.8 Other effects of heat and light
T67.9 Effect of heat and light, unspecified
1319 ICD-10 Snake bite
ATIHU 4
ICD-10 yolsn VELNR
Tsn
502 The ICD-10 codes for snake bites TMUNAMUTELANVBAY
Fadl
Wb59.11 For a bite from a nonvenomous snake i il
W59.11XA For an initial encounter with a bite from a nonvenomous snake | 2. i@
3. §heus
T63.0 For the toxic effects of snake venom <
4. JELde
T63.00 For the toxic effects of unspecified snake venom 5. ﬂtﬁﬁmmﬂlﬂﬁ
6. JA90
7. neia
8. §iudu q
9. linsm wie liszy
ilg

M13514 ICD-10 21na1zRalnAvssdonine

Vv [

BINUMIGUYH3 Inlvh

SHETIEY

ICD-10
sa

a
Felsa

Yalsanrwive

LT

503 J68.0

Bronchitis and pneumonitis due to
chemicals, gases, fumes and vapors

Chemical Bronchitis (acute)

lsAviapnaudniaukazlondniauy
Wesanansiadl wia Aty wazloseineg
sdwendniauanansiadl
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T ICD-10 Holsa Folsnnwlne HRLTUE)
601 B18.0 | Chronic viral hepatitis B with delta-agent | fusniau T wuuiSeds fnas-olud | Tsaldasy
" = ¥ o v ia sniau 7 Fa%
B18.10 | Chronic viral hepatitis B without delta- fudniau U wuuisesss laiflnan-te
agent LAUA
B18.19 | Chronic viral B unspecified delta agent Fudniau © uuuisess Tylsgyanunm
status VDUNDA-LOLAUA
602 B18.2 | Chronic viral hepatitis C Fudhiau & wuuisess Tsalasasiu
Sniau 3 3o
603 0984 | Viral hepatitis complicating pregnancy, Tsnmidelasarusniauunsndeu Tsmlasasiu
childbirth and the puerperium nswaasss nsmaen wagszuznaemann | snwauluniiey
Kansss
098.4
AU
B18.0/ B18.10/ B18.19
%70
B16.0 - B16.2/ B16.9
(nsadlaFadudniau 9)
098.4
Pt Uail]
B18.2 %38 B17.1
(nsadlaSadudniau @)
604 P353 | Congenital viral hepatitis msandelasasusniauusiuin Tsalasasu
o é’mamlulsiﬁm,ﬁﬂ
E—— (a1nuxggn)
B18.0/ B18.10/ B18.19
%70

B16.0 - B16.2/ B16.9
(nsellSasudniau 9)

P35.3
AU
B18.2 %38 B17.1
(nsailSadusniau @)




